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Table S1. A Clustal sequence alignment of mOR912-93, hOR912-93, and the nine other mouse ORs used as input to TM2nds.  These nine mouse ORs have sequence identities ranging from 95% to 49% with mOR912-93.  Shown in bold are the residues predicted to lie within 4 Å of the bound 2-decanone.  Shown in italics are the amino acids found to lie in the seven TM domains.  Asterisks indicate residues conserved between mOR912-93 and hOR912-93.  Underlined residues represent peaks in hydrophobicity within each TM region.

mOR912-93	MMHRNQTVVT EFFFTGLTSS FHLQIVLFLT FLC-VYLATL LGNLGMIILI HLDTRLHIPM
hOR912-93  	MANENYTKVT EFIFTGLNYN PQLRVFLFLL FLTTFYVINV TGNLGMIVLI RIDSRLHTPM
mOR175-5   	MEEKNQTIVM EFFFLGLTDH LYQKIALFIT ILF-VYLVTL GGNLGMITLI WADPRLHTPM
mOR175-4	MEEKNQTVMP EFLFLGITDN FHQKIVIFII FFF-VYLVTL GGNVGMIALI WLDPRLHTPM
mOR175-2	MMHRNQTVVT EFFFTGLTSS FHLQIVLFLT FLC-VYLATL LGNLGMIILI HQDTRLHIPM
mOR175-3	MADENYTRIT EFIFIGLRYH PNLQVFLFLL FLL-FYLVTM TGNLGMIILI RVDSRLHTPM
mOR206-4	MNTWNYTKES DFILMGLTDS KEIQLVLTVL FVL-IYLVTV LGNAGMMLII RLDAQLHTPM
mOR206-3	MNTLNYTFKP DFILMGLTDS KEVQLVLSVL FLL-IYLVTV LGNIGMILII RLDVQLHTPM
mOR206-2	MSACNHTNEP EFTLVGLTDS KEIQLVLSVL FLL-IYMLTV LGNIGMILII HLDVQLHTPM
mOR206-1	-------MNP EFMLVGLTDS KEIQLVLSVL FLL-IYMLTV LGNIGIILII HLDVQLHTPM
mOR207-1	MTENNFTKVT VFMFSGFSDH PELQVSLFLI FLF-IYLFTV WGNIGLILLI RIDSQLHTPM
		*   * * ** ** ****      *   ***  **   *      ****** **   * *** **

mOR912-93	YFFLSHLSFV DACSSSVISP KMLSDMFVDK KVISFLGCAI QLCLFSQFVV TECFLLASMA
hOR912-93	YFFLSHLSFV DTCFSSVVSP KMLTDFFVKR KAISFLGCAL QQWFFGFFVA ADCFLLESMA
mOR175-5	YFFLSHLSFV DMCSSSSIAP KMLCDIFAEE KRISFMGCAA QMWFFGFFVG TECFLLASMA
mOR175-4	YFFLSQLSFV DVSSSSSIAP KMLCDIFARN KAISFVGCAA QMWFFGLFVA TECFLLAAMA
mOR175-2	YFFLSHLSFV DACSSSVISP KMLSDIFVDK KVISFLGCAI QFCLFSQFVV TECFLLASMA
mOR175-3	YFFLSHLSFV DICFSSVVAP KMLTDFFADK KAISFLGCVL QQWFFGFFVA IECLLLASMA
mOR206-4	YFFLSHLSFL DLSYSTVITP KTLQNLLTST KVISFIGCFT QMYAFVLLAA AECFLLASMA
mOR206-3	YFFLTHLSFL DLSYSTVITP KTLENLLTST KNISFMGCFT QMYFFVLLAA TECFLLSSMA
mOR206-2	YFFLTHLSFL DLSYSTVITP KTLQNTLTSI KNISFMGCFT QLYFFVLLAA SECFILSSMA
mOR206-1	YFFLTHLSFL DLSYSTVITP KTLQNTLTSI KNISFMGCFT QLYFFAFLAG SECFILSSMA
mOR207-1	YFFLSNLAFI DIFYSSTVTP KALVDFQSTQ KSISFVGCFV QMYFFVGLVC SECFLLGSMA
		********** * * *** ** *** * **   * *******  *   *  **  * **** ***

mOR912-93	YDRYVAICKP LLYTLIMSQR VCVQLVIGPY SIGFISTMVH IISAFVLPYC GPNLINHFFC
hOR912-93	YDCYVAICNP LLYSVAMSQR LCIQLVVGPY VIGLMNTMTH TTNAFCLPFC GPNVINPFFC
mOR175-5	YDRYTAICKP LLYTLLMSQR VCVHLVVGPY VFAIINITTH TTLAFCLPFC GSNTINHFFC
mOR175-4	YDRYAAICKP LLYTLIMSPH LSVLLVIGPY AIALISTTTH TTLTFCLPFC GPYIINHFFC
mOR175-2	YDRYVAICKP LLYTLIMSQR VCVQLVIGPY SIGLISTVVH TTSAFILPYC GPNLINHFFC
mOR175-3	YDRYVAICNP LLYSVAMSQR LCIQLVIGPY AVGFFNTMTH TTAAFRLPFC GSNIINHFFC
mOR206-4	YDRYVAICNP LQYPVIMSTR FCSTLLTGSY MIGTMDSTVN IFCMNTLYFC RTKVIHHFFC
mOR206-3	YDRYVAICKP LHYSVIMSKR FCSALLTGSY VFGAVDSTVN MLCMGTLDFC NSNVIHDFFC
mOR206-2	YDRYVAICNP LHYPVIMSPR RSYTLITVSY MIGVLDSSVT VFCLSTLDFC NSKVIHHFFC
mOR206-1	YDRYVAICNP LHYPVIMSPR RSYILITVSY IVGAIDSSAT VFWLSTLDFC NSTVIHHFFC
mOR207-1	YDRYVAICNP LLYSVIMSQK VCNWLAVIPY MIGFTNSLIS ICVISSLPLC DP-YINHFFC
		** ***** * ***   ****  * *** ***  **   ** *    ** ** * *** ** ***




mOR912-93	DLLPVLSLAC ANTQMNKRLL FIVAGILGVF SGIIILVSYV YIAITILKIS SADGRRKAFS
hOR912-93	DMSPLLSLVC ADTRLNKLAV FIVAGAVGVF SGLTILISYI YILMAILRIR SADGRCKTFS
mOR175-5	DVSPLLSLAC ADSWVNKVVL FVLSGAIGVF SGLIIIVSYV SILMTIFKIQ TADGKQKAFS
mOR175-4	DISPLLSLAC SDTHINKLVL FVLAGTVGVL SGLIILVSYV CILKAILKIQ TANGRQKAFS
mOR175-2	DLLPVLSLAC ADTQMNKHLL FIMAGILGVF SGIIILVSYV YITITILKIN SADGRRKAFS
mOR175-3    DMSPILSLIC ADIRINKLLV FIVAGAVLIV SSTTIIVSYF HILIAILRIR SAEGRRKAFS
mOR206-4    DTSPILALSC SDTRNIQIII FIFAGSTLVV SLITISASYV SILSTILKIN STSGKHKAFS
mOR206-3    DTSPLIALSC SNTHDIEFII FIFAGSTLLL SLITISASYL SILSTILKIS STSGKQKAFS
mOR206-2	DTFPILALSC SDTYNAEATI FVLAGSTLLL SLITISSSYV SILSTILKIN SSSGKHKAFS
mOR206-1	DTFPILALSC SDTYNAEATI FVLAGSTLLL SLITISASYV SILSTILKIN SSSGKHKAFS
mOR207-1	DTTALLALSC VDAFSTELVI FVLAGFTLLS SLLIITFTYV TIISAILRIQ SAAGRWKAFS
		*  * *** * * *  **    *****  *** **  ** **  **   ** *  ***** * **
		

mOR912-93	TCSSHLTAVS ILYGTLFFIY VRPSSSFSLD INKVVSLFYT TVIPMLNPFI YSLRNKEVKD
hOR912-93	TCSSHLTAVF ILYGTLFFIY VHPSATFSLD LNKVVSVFYT AVIPMLNPLI YSLRNKEVKD
mOR175-5	TCSSHLAAVS ILYGTLFFIY VRPSASFSLN INKMISLFYT VVIPMLNPLI YSLRNKEVKG
mOR175-4	TCSSHLATVS ILYGTLFFIY VRPNVSSSLN INKVISLFYT MVIPMLNPLI YSLRNQEVKN
mOR175-2	TCSSHLTAVS ILYGTLFFIY VRPSSSFSLD INKVVSLFYT AVIPMLNPFI YSLRNKEVKD
mOR175-3	TCSSHVTAVS ILYGTLFFIY VRPSAISSLD LNKVVSVFYT AVIPMLNPLI YSLRNKEVKS
mOR206-4	TCASHLLGVT VFYGTLIFTY LKPSNSYYSG KEQVASVFYT IVIPMLNPLI YSLRNKEVKS
mOR206-3	TCASHILAVT IFYGTMIFTH LKSNKSFSLG KDQVASVFYT IVIPMLNPLI YSLRNKEVKC
mOR206-2	TCASHLIGVT VFYGTMIFTY LKPSTSYSLG KDQVASVFYT IVIPMLNPLI YSLRNKEVKS
mOR206-1	TCASHLIGVT VFYGTTIFTY LKPSTSYSLG KDQVAPVFYT IVIPMLNPLI YSLRNKEVKS
mOR207-1	TCASHLTGVT VFYGSLIFTY LQPDNTSSLT QAQVASVFYT IVIPMLNPLI YSLRNKDVKN
		*********  ********** * **  ****  ***** ***  ******* * **********

mOR912-93	ALIRTFEKQF CYSLQDKIL---
hOR912-93	AIHRTVTQRK FCKA--------
mOR175-5	AFRRKVQKKH FPAGR-------
mOR175-4	AFRRTLEKKH FLTGA-------
mOR175-2	ALIRTFEKKF CYSLQDKIL---
mOR175-3	AMGRTVAKAK VFLKN-------
mOR206-4	AIHRVIKKQK GSRLKFRVALSD
mOR206-3	AIDRIIKKRE KGL---------
mOR206-2	AVVRVMKKRE CIQKLE------
mOR206-1	AVVRVMKKRE CIQKLK------
mOR207-1	ALLRVIHRKH LL----------
*  **











Figure S1. Average hydrophobicity profile for mOR912-93.


